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Vibrio cholerae non-01/non-01389
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A Case of Vibrio cholerae non-O1/non-0139 Gastroenteritis

Key Earn Lee, and Ji-Hyun Cho

Department of Laboratory Medicine, Wonkwang University, College of Medicine, Iksan, Korea

Vibrio cholerae is an autochthonous inhabitant of estuarine and seawater environment and is a
facultative pathogen for humans. V. cholerae non-O1/non-0139 strains are associated with
gastroenteritis, septicemia and/or extraintestinal infections. But the reported cases of gastroenteritis
by non-O1/non-0139 serotype, are rare in Korea. The authors isolated V. cholerae non-O1/non-
0139 strain from a stool of a 67 year-old-woman who had suffered from diabetes, hypertension and
Alzheimer disease and analyzed presence of toxin genes by multiplex PCR method.

(Korean J Clin Microbiol 2002;5:139-142)
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Table 1. Characteristics of V. cholerae non-O1/non-O139 isolate

Properties
Reactions
V. cholerae* Isolate
Indole production 99% +
Methyl red 99% +
Voges-Proskauer 75% +
Citrate, Simmons 97% +
H.,S on TSI 0% -
Urea hydrolysis 0% -
Phenylalanine deaminase 0% -
Arginine 0% -
Lysine 99% +
Ornithine 9% +
Motility 99% +
Glucose (acid) 100% +
Acid from
Arabinose 0%
Cellobiose 8% -
Galactose 0% +
Inositol 0%
Lactose 7% -
Maltose 99% +
Mannitol 99% +
Raffinose 0% -
Salicin 1% -
Sorbitol 1% -
Sucorose 100% +
Trehalose 99% +
Xylose 0%
Nitrate reduction 99% +
Oxidase 100% +
String test 100% +
Growthin 0% NaCl 100% +
1% NaCl 100% +++
6% NaCl 53%
8% NaCl 1% -

*: see Reference 4.
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HAAA : SFA YL A 9 Clostridium difficile =4

, EHAAAN A FA 2 BFEA] Ego
), A9t A Ao A W 14,220/l TFT 94.2%, 8
A 2 13.6g/dl, & 2% 376,000/ul0] QT @ | 717

Creatinine 2.3mg/dl, Na 135mEg/L, K 3.2 mEq/L, &% 7} ~
XA A pH 7.1, TCO2 3.5mM/L, PCO2 11.1mM/L,
HCO3 3.1 mM/L, @3 3} &W FFete zhzt 333,
339mosm/kg HLOZ A A AHE 3 g4 &S BY
t}.

OESHA: 4 FAI o AAPA vl 2 GN(gram
negative) brothol] <31 3}o] XLD(xylose-lysine-desoxycholate)
ul A], SS(salmonella-shigella) ¥l *], TCBS(thiosulfate citrate-
bile salts) B Aol Alth v &F3Fs3 o). vl &F 315 3] TCBS
vl A ol A th o] g eto]l REEQ o, o &
MacConkey gHIHj=] ol A -4, & B gk vl 2] o] A] W] E}
|8 A, oxidase 2FA] o]l 2™, V. cholerae O1 && A (=¥
B ©g, 013 0139 & A)ol| vh-g-stA] &kt
string test (0.5% sodium deoxycholate)ol] %84 o]} 2.1, API
20E (bioMerieux sa, Marcy-I' Etoile, France)l] V. cholerae (3
= 5347124)2 57 ¥ 2t} Nutrient brothS ©] &3 94
APl A= 0%} 1%l A 7 gto] A3 4813 Th(Table 1). T
223 Gb[17]0)] o) gk &t Al 4 Al ol 4] ampicillin,
cotrimoxazole, chloramphenicol % tetracyclineol] =5 7+4=4]
olAUth. U 194 AP FHu] g, 4L 3} 67 AP g
A n) oFell A Al A ebA] eEskem, 9 79 Al
g 1Ak A A S. aureus (methicillin resistant) 7} 8] 2F=]
91t

TEXZEAL 2 Ao A Eeld 1 75 o] ol
Z 83 (V. cholerae O1 Classical, ElI Tor Z} 15, V.
parahaemolyticus, V. vulnificus z+ 15, 73 7 A o A} £
non-O1/non-0139 2+, V. mimicus, V. fluvialis, 2+ 1)
] 7} © & multiplex PCR W [11]S o] &8} V.
cholerae 3¢l &4 3}+ ctxA(cholera toxin subunit A,
CTX), tcpA(toxin-coregulated pilus, classic¥} El tor &) 2
toxR 7 2ke] =2 & ATt V. cholerae O1 o]
A& toxR(779bp), ctxA(564bp), tcpA(Classical 620bp, El
Tor 453bp) 27t AEZH Ao Shajel| A Eeld
Z 2 non-O1/non-0139 T F ol 4] & toxR(+), ctxA(-),
tepA(-) o] e, U A thx #5537k A7t
AZ 5 A &dH(Table 1, Fig. 1).
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Vibrio cholerae non-01/non-0139 E&do|| o|st 2 10

Fig. 1. Agarose gel electrophoresis of amplicons obtained
using multiplex PCR. Lane M, molecular weight marker
(100bp ladder, Genotek); lanel 1, V. cholerae from the
patient; lane 2, V. cholerae O1 El Tor, Ogawa; lanes 3, V.
cholerae O1 Classical, Inaba; lanes 4 and 5, V. cholerae non-
01/0139; lane 6, V. mimicus; lane 7, V. fluvialis; lane 8, V.
parahaemolyticus; lane 9, V. vulnificus (ctxA 564bp, tcpA El
Tor 453bp, classical 620bp, toxR 779bp).
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Al oA V. cholerae non-O1& & 93F0|] 1, o] 5 16F
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Row, eae] 7o ALl 2.7%-4.9%°] 4] non-
Ol/non-0139 & % g o] #-2] = M[5],non-013 2] 1/20]
W A oA B85 vhe Haoks o 22 21 H|[2], non-
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H 7} A BT H & 7beAd o] A H vH7] Sl
Z & V. cholerae non-O1/non-0139 & o] th 3l Q4] &,
37 o] ZA3F= V. cholerae #37F YA 739 AA
A (reservoir) 2 2121 5] 31[1], non-O1/non-0139 & A3 =
o A & ek} frAg S74] FHd ol thgk B31[10]¢} ©]
€ 8AYAA U 54 AV AEEYE
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[e)

=
3}, V. cholerae & A & o] 9l 54 #&A FA A AL
F840] W49 o3} el FRPS B
9t} 3k, A Ao A2 V. cholerae &2 = TCBS Hlj A
oA g ehe FAdsta, AAFAe] BuE HlHE
% S A V. cholerae®} V. mimicusgto] H] 54 7] A
(non-halophilic)o] 2= 4 2}, &8 AL Al 9
&7 ol Ab-gote ARbAQl A skt HALS Fote T4
g g ATH4] 28 Y, SellA = £l oA o] & dF9
Tl gol Hou2, HEAA T WA st V.
cholerae7} <14 ¥ v} & Aol wk--3x] @45 wlol w5
o] HF o] AAE L A o TAHe] AT

1,374 B4 B #A
multiplex PCRY[11]2. 2 S A]o] 3¢
A A el A V. cholerae & 8tz AMERE of] g} ot
3,894 gt 488 5 Y& Ao 2 ALRH AT

E Ao A ZALSE ctxA, tepA, toxR FH ZH2]+ V.
cholerae 7Aool A A4, 22t 82t 549 A4,
Ay B2 CTXeF TCP ¥ 1 9] 54 QA E(virulence
factors)e] A3 & A3t 7|5 LA ATHI14]. toxR
AAE BE HEE e 75 EAst=, 1 971AM4E
o] F3te F"g atol & UEld o] HlE L #FF3He
T8 A1g=E 4 9 H16]. toxR £ 2= V. cholerae o
Foll At 535 2 = A 7k non-O1/non-01393F o] A wjj 5
ZEA AEHA & ¢ Jon(11], V. mimicusol| A =
WA 2] eFTH13]. 3+, tepA S} ctxA F- AR E TR
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THAl A A7 BF A EF 0 AL tepA G711 LE 9] Zpol o
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