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Fig. 1. Schematic diagram of hepadnavirus particles.
Individual subunits containing SHBs protein only. HBs
protein plus pre-S2 (MHBs), and HBs protein plus pre-S1
and pre-S2 (LHBs) are shown in intact virus, among
filaments and spheres. The virus particles contain an internal
nucleocapsid (HBc) and viral genome. pol, polymerase.
SHB: major surface antigen protein, MHB: middle HBs
protein, LHB: large HBs protein. Reprinted from reference 2.
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Fig. 2. Structure and organization of HBV genome.
Reprinted from reference 2.
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Fig. 3. Binding and replication of HBV. Reprinted from
reference 2.
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Fig. 4. Schematic diagram of two loops of the
determinant of HBs protein. The major epitope is located in
the second loop between amino acids 139 and 147. Reprinted
from reference 2.
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Table 1. HBV DNA quantitative tests and their sensitivity
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Tests Sensitivity
pg/mL(genomes per mL)
1. Probe tests
slot or dot blot hybridization 5(1.5 x10°%
liquid-phase hybridization 1.5(4 x10%
Hybrid Capture System (Digene) 10(3 x 10°

II. Target amplification tests
polymerase chain reaction
transcription-mediated amplification
and hybrid protection assay

III. Signal amplification tests
branched DNA hybridization (Chiron Corp.,)
Quantiplex (Chiron)

10°(100-1,000)
(5 x10%

2.5 (5 x 102 x 10°)
(0.7 x 10°-5,000 x 10°)
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Table 2. Comparison of detection sensitivities

Method

Ethidium bromide staining 10

Approximate copy number detectable

Radiolabeled oligonucleotide probes  10°

Radiolabeled full-length probes 10*

Enzyme-coupled probes 10*

Chemiluminescent probes 10*

Compound or branched probes 10*
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