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Fig. 1. Chain of transmission among guests at Hotel M-Hong Kong, 2003
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Mucleotide sequences B Mlouts? . BMlinS

1o 20 3a 4a 50 3] 70 aa 34 1ap
ENI-1 TACCGTAGAC TCATCTCTAT GATGIGTTIC AARATEAATT ACCARGTCAR TGGTTACCCT AATATSTITA TCACOOGOSA ASARGCTATT CGETCACSTTC
Bovine-CV i o B Nl o e G O S e b Vol e e ER iy el e e Tl R O T N SR e G.. AAR.G...0.
Auian-l BV e 1Y Ve o sl i o SR 8 . Sl - R e O S e T R et « S S ol e e e g R U B B o e 5
Murine-HY ..Trogc.@. .T..A..AC. C.....A... ..3C.T3.C. TEACCC.TE. ......TTG. ..8C...... .A..TA.A.. T........C RAR.GT...A
Porcine-TGEV TR AT S IATRETE. LR S BRI TR ARG S A UCA . KB 0 T AR ERE R (T B S S AL N TT T e o3 o s NI R
Human-OV-229E . TaAACATS .G..T..ATA T.. (BET.T6 .0 TTROCA. BABRE it AST R 8. Tl T aT: STh K. BTTT: v B8 il T EA
Parcine-EDV .. TEAGCATE .T.....GT. T.. CRTT TR A TTA CATRDE  CARREL - SAn: R R IR T QLR BT B s e S ERE Te

BMITMP " BMITMA =2

-+ 4 BMlinAs

11p 1z0 130 140 150 160 170 180 150 200
BNI-1 GTGCETEEAT TGECTTTGAT GTAGAGEICT GTCATESCAAC TRGAGATSCT GT3ESTACTA ACCTACCTCT CCRAGCTAGGEA TTTTCTACAS STGTTAACTT
Bowine-CV A o SR P ST DT R e Bl T R RO A R T R A R T AT e R L B SR A SR
Avian-l BV R.AT:. . 6. AT e M LA e TG R RN P ROl T S e e B T T R e T e G e e T
Murine-HV R D He ol B e e e el R e i Valland o e okE MR ] el i i JRL L R N ] B e L P T o
Parcine-TGEY fFren . e o seE e R e B, Ol s L e B e e e R < R e T T i e e .B3.T..
Hurnan-O¥-229E .A.GT...T. A. R RS S e S, R o SRR e g o R R TR 2 P e sl C.AT P U i
Porcine-EDV AT TR s BT S WG e I T ST AL B Gt e S T s i AT e e T S E s A aC. SEreT

4 EMloutas

210 220 230 240 250 260 70 200 250 300
BNI-1 ASTAGCTETA COGACTEGTT ATSTTEACAC TEAARRATAAC ACAGAATTCA CCAGAGTTAR TECAARACCT OCACCAGGTS ACCASTITAA ACATCTTATA
Bovine-CV TALToTEIRT  BECs o are o TETY CTRA - AL B O T TRAERAREL A T e AR R L BT BN T ol A T Tl e el R e e
Avian-l BV T TERER ARG RS CURL ST TR RGE L RTRT., TS RGOETE (EL T R R R L T S C..CT.G.48.
Murine-HV T..T.TC.A. G.C.....AR TGT...CTEA GAS.3..G8T TAT.TC..T. AR AS.CAGC C...03.6.. ..T..T..C. .h..A.... A WA o
Porcine-TGEY  7T... . TGCcA. A.TGAR..A. &....ATT.. ...... AGET .ATASCA.TS ASGTT. A.. A...C3.3.A .......... .B..A. ..BC .. .CT.G..T
Hurman-OV-229E T......CA. ..TSERA.. G....CTA.. ARA.C.C.GE. .GT.TTG.A. ARCCT...OG ...TOSTG.A .....T..A. .A..A..C.C T..CA..G..
Parcine-EDV T..T.TCAS .TGAA. . @C....TA.. ...@TC.GET GACT.CA.T. ARCCC..C.G A..TOSTG.. ........B. .A..A..CBC ...C...T.G
Amino acid sequences

1o 20 3a 4a 1] &D 70 aq 34 1ap
ENI-1 YRALIEMMIF KMNYZVMGYE KWMFITREEAI RHVRAWIGFD VEGCHATROA VSTWLPLQLZ FETSVNLVAY PTSYVITENN TEFTRVHAKF PPRIOQFEHLI
Bovine-CV Buouabiss JLOVILO.C BLo. KooV BE....¥W.ooo B B B Lo Fous, .ICF.VE A..LFADROG ¥S.PKAV..A ...E......
Murine-HY .E....L... .LDLTLD..C BL....O0... ER....V. 7 RS el o e IR .ICF.VE A..MFAERDG ¥V_.PKAA.RA ...E......
Auian-l BV oL e SRS nf A e TR Pl s ey B e e DTS e % i DT RS- B 0 3 el i = PR U 1 1
Porcine-TGEV AWV..¥... REEANIP. H TL.C..OF.M .N....L... ...AVMOS.N ....¥..... ..N..DF.VQ TE.C.I..XG NSIEV.K.RA ...E..A...
Human-OV-229E EHV. .¥Y. .. RFDVSMP.SH SL.C..0F.M .B.L.M. ...AV.E.N ....¥V...¥. ..N..DF..Q .E.C.L.NTG SVVKP.R.RA ...E..T.IV
Porcine-EDV .EHV. .F... REDINIFHHH TL.C..OF.M .N..G.L. ...A.NVEEN ....V..... ..M..OF.VE .E.C.V..S5G DYIKP.R.RA ...E..A..L

Fig. 2. The nucleotide-sequence alignment of fragment BNI-1 with known coronaviruses.
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Fig. 3. A phylogenetic tree shows relations among
coronavirus polymerase gene fragments (corresponding to
BNI-1) according to the neighbor-joining method.
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Severe Acute Respiratory Syndrome, SARS
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An international outbreak of severe acute respiratory syndrome (SARS), a recently recognized
syndrome caused by the newly identified severe acute respiratory syndrome-associated coronavirus
(SARS-CoV), began in November 2002 and ended in July 2003. Coronavirus is a family of envelo-
ped, single stranded-RNA viruses causing disease in humans and animals, but the other known co-
ronaviruses that affect humans cause only the common cold.

The number of SARS cases in 2003 was approximately 8000 across the world. Many recent stu-
dies have reinforced initial impressions that SARS-CoV is primarily transported via contact and/or
droplets and that the combination of standard, contact, and droplet precautions is generally effec-
tive for its control.

Active surveillance for clusters of cases of severe respiratory disease must be a first priority, es-
pecially among health care workers. Such surveillance should include the rapid diagnosis and pre-
vention of other respiratory viruses that cause outbreaks of febrile respiratory disease-notably, influ-
enza. Surveillance on the part of clinicians is the key to the early detection of any reemergence be-
fore it regains a foothold in the community.

During the outbreak of SARS, ribavirin, steroids, interferon, convalescent plasma, and lopinavir/
itonavir were used in varying doses and combinations in different regions of the world. At present no
definitive conclusions regarding the efficacy of any of these treatments can be drawn.

New findings regarding SARS are continuing to be discovered at an unprecedented pace, permi-
tting a better understanding of the disease and enabling better preparation for its possible returns.

(Korean J Clin Microbiol 2005:8(2):105-112)
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