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Table 1. Antimicrobial disk susceptibility patterns and PFGE patterns of tested strains.

. Antibiotics
Strainno. — U TIC SAM AmC CF FOX CRO C GM S K AN TE NA CIp sxr [FGEpatern
ksd043648 S S S S S S S S S R S S R 1 S R sdx 1
ksd043649 S S S S S S S S S R S S R 1 S R sdx 1
ksd043650 S S S S S S S S S R S S R 1 S R sdx 1
ksdo43651 S S S S S S S S S R S S R 1 S R sdx 1
ksd04362 S S S S S S S S S R S S R I S R sdx 1
ksd043653 S S S S S S S S S R S S R I S R sdx 2
ksd043654 S S S S S S S S S R S S R I S R sdx 1
ksd0d3655 S S S S S S S S S R S S R I S R sdx 1
ksd0d3656 S S S S S S S S S R S S R I S R sdx 1
ksdd3647 S S S S S S S S S R S S R I S R sdx 1
ksd043658 S S S S S S S S S R S S R 1 S R sdx 1
ksd0d3659 S S S S S S S S S R S S R I S R sdx 1

Abbreviation : AM, Ampicillin; TIC, Ticarcillin; SAM, Amoxillin/Clavulanic acid; CF, Cephalothin; FOX, Cefoxitin; CRO,
Ceftriaxone; C, Chloramphenicol; GM, Gentamicin; S, Streptomysin; K, Kanamysin; AN, Amikacin; TE, Tetracycline; NA,
Nalidixic Acid; CIP, Ciprofloxacin; SXT, Trimethoprim/Sulfamethoxazole.

Table 2. Antimicrobial resistance of S. sonnei in Korea

Year of isolation 2000 2001 2002 2003 2004

Antibiotics (n=2135) (n=401) (n=634) (n=738) (n=738)
Ampicillin 79.1 57.1 12.6 84.0 80.0
Amikacin 0.0 00 0.2 00 0.0
Ampicillin/Sulbactam 62.6 46.1 1.1 14 0.0
Cephalothin 1.5 152 3.6 39 78.8
Chloramphenicol 1.1 0.0 0.5 03 0.0
Ciprofloxacin 0.0 0.0 0.0 0.0 0.5
Ceftriaxone 02 0.0 02 0.1 20.5
Cefoxitin 0.4 1.2 0.3 03 0
Gentamicin 1.0 1.2 0.5 12 0
Kanamycin 70.6 414 55 464 7.3
Nalidixic acid 209 39.7 94.0 53.6 923
Streptomycin 84.3 85.8 98.1 88.7 953
Trimethoprim/Sulfamethoxazole 95.8 85.8 975 94.1 94 .4
Ticarcillin 77.6 374 9.8 51.2 80.3
Tetracycline 96.1 82.5 96.5 94.0 97.3

Amoxicillin/Clavulanic acid 64.7 494 22 259 00
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Fig. 1. PCR amplification of inv genes and ipaH genes after 2% agarose gel electrophoresis. (a) inv genes. Lane M, 100bp
ladder DNA; lane 1. Positive control; lane 2. ksd043648; lane 3. ksd043649; lane 4. ksd043650; lane 5. ksd043651; lane 6.
ksd043652; lane 7. ksd043653; lane 8. ksd043654; lane 9. ksd043655; lane 10. ksd043656; lane 11. ksd043657; lane 12.
ksd043658; lane 13. ksd043659; lane 14. Negative control. (b) ipaH genes. Lane M, 100bp ladder DNA; lane 1. Positive control;
lane 2. ksd043648; lane 3. ksd043649; lane 4. ksd043650; lane 5. ksd043651; lane 6. ksd043652; lane 7. ksd043653; lane 8.
ksd043654; lane 9. ksd043655; lane 10. ksd043656; lane 11. ksd043657; lane 12. ksd043658; lane 13. ksd043659; lane 14.
Negative control.

Jaccard (Opt:1.00%) (Tol 1.0%-1.0%) (H>0.0% S>0.0%) [0.0%-100.0%]
S. dysenteriae S. dysenteriae
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Fig. 2. Clustering of Xbal digested PFGE patterns of S. dysenteriae serotype 8
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The First Outbreak of Shigellosis Caused by Shigella dysenteriae
Type 8 in Korea

Junyoung Kim', Seonghan Kim', Semi Jeon', Yeonho Kang', Duyoung Jeon?, Jungbeom Kim’, and Bokkwon Lee'

Laboratory of Enteric Infections, Department of Bacteriology, National Institute of Health, Korea Center for Disease
Control and Prevention'; Laboratory of Microbiology, Jeollanamdo Institute of Health and Environment’; and

Laboratory of Microbiology, Gyeonggido Institute of Health and Environment, Korea

Background: In May 2004, an outbreak of a diarrheal disease occurred among tourists returning
from Mt. Geumgang in North Korea; Shigella dysenteriae type 8 was isolated from 12 of the 36 pa-
tients who were suffering from diarrhea. We investigated the genetic relatedness of the isolates.

Methods: The isolates were identified by VITEK system and serotyped by a slide agglutination te-
st. Antimicrobial susceptibility was determined by the disk diffusion method and genetic relatedness
was examined by pulsed-field gel electrophoresis (PFGE).

Results: All 12 isolates were identified as Shigella spp., and agglutinated by S. dysenteriae type
8 antisera. All of these isolates showed the same antibiotic susceptibility pattern, and were resistant
to streptomycin, tetracycline and trimethoprim/sulfamethoxazole. PFGE patterns were classified into
2 types, sdx1 and sdx2, and the relatedness between these two types was 80.5%. Eleven isolates
belonged to sdx1.

Conclusion: The antibiotic susceptibility pattern and genetic relatedness of the isolates strongly
suggest that they were from the same origin. Because this is the first report of S. dysenteriae type
8 isolation in Korea, and all of these cases were related to foreign travel, the surveillance system
and the ability of the clinical laboratory should be strengthened to prevent the entry and spread of
rare and hitherto not reported infectious agents into Korea.

(Korean J Clin Microbiol 2005:8(2):153-159)
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