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Table 1. Age and sex distribution in control, patients with chronic liver diseases, hemodialysis, and blood transfusion

Control Chronic liver disease Hemodialysis Transfusion
Age Male Female Male Female Male Female Male Female
<10 0 0 0 0 0 0 6 0
10-19 0 0 2 0 0 0 2 2
20-29 1 4 12 3 1 1 1 5
30-39 12 8 15 3 3 2 3 1
40-49 17 6 19 6 10 1 5 3
50-59 5 7 2 5 6 7 6
60-69 0 1 10 3 8 6
=70 0 0 1 1 1 5 5
Numbers 35 25 61 16 30 14 37 28
Mean 41.8 40.2 40.2 433 515 523 44.6 50.6
Range 26-57  27-58 19-66  23-70 24-74  29-74 1-76  15-81
Total Mean (Range) 41.1 (26-58) 40.8 (19-70) 51.8 (24-74) 472 (1-81)
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Fig. 1. Nested PCR of TT virus DNA. Lanes 1| and 2,
negative controls; Lanes 3 to 7, samples positive for TTV
DNA; S.M, DNA size markers.
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Table 2. Positive rates of TT virus (TTV) DNA in control, patients with chronic liver diseases, hemodialysis, and blood

transfusion by age distribution

Numbers (%) of positive

Age Total (%)
Control Chronic liver disease Hemodialysis Transfusion

<10 2(33.3) 2(33.3)
10-19 0(0) 0(0) 0(0)
20-29 3 (60.0) 6 (40.0) 1 (50) 3 (50) 13 (46.4)
30-39 8 (40.0) 12 (66.7) 3 (60) 4 (100) 27 (57.4)
40-49 9(39.1) 14 (56.0) 9 (81.8) 6 (75) 38 (56.7)
50-59 5(41.7) 4 (40.0) 6 (54.5) 6 (46.2) 21 (45.7)
60-69 4 (66.7) 9(69.2) 11 (78.6) 24 (72.7)
=70 0(0) 2 (100) 8 (80) 10 (76.9)
Total 25 (41.7) 40 (51.9) 30 (68.2) 40 (61.5)
P value* 0.23 0.01 0.03

* is the value compared with control group.
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Table 3. Frequency of abnormal aspartate aminoransferase and/or alanine aminotransferase in control, patients with chronic

liver diseases, hemodialysis, and blood transfusion with or without TT virus (TTV) DNA

Numbers
Category TTV(+)  Elevated AST/ALT* (%)  TTV (-) Elevated AST/ALT (%) P value
Control 25 5(200) 35 386 026
Chronic liver diseases 40 37(92.5) 37 26 (70.3) 0.02
Hemodialysis 30 3(10.0) 14 0 (0) 0.54
Transfusion 40 19 (47.5) 25 17 (68.0) 0.11

* AST level above 37U/L and/or ALT level above 41U/L

Table 4. Frequency of Hepatitis B surface antigen-positive subjects in control, patients with chronic liver diseases, hemodialysis

and blood transfusion with or without TT virus (TTV) DNA

Numbers
Category TTV (+) HBsAg (+) (%) TTV (-) HBsAg (+) (%) Pvalue
Control 25 280) 35 129 057
Chronic liver diseases 40 40 (100) 37 37 (100)
Hemodialysis 30 0 (0) 14 2(143) 0.10
Transfusion 40 8 (20.0) 25 1 (40) 0.14
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TT Virus (TTV) Infection in General Population, Chronic Liver Diseases,
Hemodialysis, and Transfused Patients

Woon Bo Heo', Nan Young Lee', Kyu Young Jeong’, and Won Kil Lee'

Department of Clinical Pathology', School of Medicine, Kyungpook National University, Taegu;
and Department of Laboratory Mediciné’, Jeju Joongang Hospital, Jeju, Korea

Background: TT virus (TTV), isolated initially from a Japanese patient with posttransfusion hepati-
tis of unknown etiology, was suggested to be a new causative agent of hepatitis. However, it has
been found to infect both healthy and diseased individuals and numerous studies have raised ques-
tions about its pathogenic role in hepatitis. In order to study its prevalence and clinical impact on
hepatitis, we assessed the frequency of TTV DNA.

Methods: Serum samples were obtained from 60 cases of the controls, 77 cases of chronic liver
diseases, 44 cases of hemodialyzed patients, and 65 cases of transfused patients. TTV DNA was
detected using nested polymerase chain reaction and alanine aminotransferase (ALT), aspartate
aminotransferase (AST), and hepatitis B surface antigen (HBsAg) were measured.

Results: TTV DNA was detected in 41.7% of the controls, 51.9% of patients with chronic liver di-
seases, 68.2% of hemodialyzed patients and 61.5% of transfused patients. Comparison between
patients with or without TTV revealed no significant differences in AST, ALT, and HBsAg test results.

Conclusion: The prevalance of TTV infection in patients with chronic liver diseases was similar to
that in the controls. TTV infection was not related to abnormal liver function findings and HBsAg po-
sitivity. We found no relationship between TTV infection and chronic liver diseases.

(Korean J Clin Microbiol 2006:9(1):7-12)
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