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A Case of Bacteremia Due to Microbacterium oleivorans
|dentified by 16S rRNA Sequencing Analysis
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Microbacterium oleivorans is a gram-positive, coryne-
form rod bacterium. The pathogenic potential of the
Microbacterium species has recently been reported
to be increasing. Microbacterium comprises approx-
imately 50 species. The differences in regards to the
biochemical characteristics of Microbacterium species
are unclear, and is why molecular investigations
(e.g., using 16S rRNA gene sequencing) are the best
method to identify the species. We report a case of
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bacteremia that was caused by Microbacterium olei-
vorans in a 4-year-old boy, who had no specific
medical history. This represents the first report of M.
oleivorans bacteremia in Korea. (Korean J Clin
Microbiol 2012;15:110-113)
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Fig. 1. Ydlow-pigmented and smooth Microbacterium oleivorans
colonies grown for 48 hours on blood agar plate.
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Fig. 2. Gram staining of Microbacterium olevorans isolated from this
case showing short and irregularly bent gram-positive bacilli (Gram
stain, x1,000).
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