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ABSTRACT

The first case of coronavirus disease 2019 (COVID-19) in Korea was reported in January 2020.
As the secondary transmissions accelerated within the country, the government revised
the outbreak alert for COVID-19 from attention to caution. Mid-February, when a massive
outbreak was reported from a church in Daegu, our institution initiated testing for severe
acute respiratory syndrome coronavirus 2 (SARS-CoV-2). More than 300 laboratory tests were
performed within the first 2 months, before the number of cases began to decline. Here, we
describe our experience of 4 months at the department of Laboratory Medicine, Keimyung
University Dongsan Hospital, located in Daegu, where a massive COVID-19 outbreak occurred.
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Table 1. Criteria for the interpretation of SARS-CoV-2 molecular tests in the confirmed

patients
- o dR;: tvalues for N = Interpretation (1Ed)  Interpretation (5" Ed)

<40 <40 <40 <40 Positive Positive
<40 <40 <40 >40 Positive Positive
>40 >40 >40 <40 Negative Negative
>4() <40 <40 >4 Repeat Repeat after
<40 >40 <40 (Seegene) fﬁg’gggggg)“
<40 <40 >40
>40 >40 <40
>40 <40 >40
<40 >40 >40
>40 >40 >40
>40 <40 <40 <40 Indeterminate Indeterminate
<40 >40 <40
<40 <40 >40
>40 >40 <40
240 <40 >40
<40 >40 >40

Abbreviations: Ct, cycle of threshold; E, envelope gene; RdRp, RNA-dependent RNA polymerase gene; N,

nucleocapsid gene; IC, internal control.

Table 2. Initial interpretation criteria of SARS-CoV-2 molecular tests in the suspected

patients
Seegene = dRC; values for.N = Interpretation (1" Ed)  Interpretation (5" Ed)
<40 <335 <40 <40 Positive Positive
<40 <335 <40 >40 Positive Positive
>40 >40 >40 <40 Negative Negative
>40 <335 <40 >40 Repeat Repeat after
<40 >335 <40 (Secgene) oan),
<40 <335 >40
>40 >335 <40
=40 <335 >40
<40 >335 >40
>40 >335 >40
>40 <335 <40 <40 Repeat . Repeat after
<40 >335 <40 (Seegenet+Kogene*) (Srsee;tr":g:ggrll) )
<40 <335 >40
>40 >335 <40
>40 <335 >40
<40 >335 >40
SD Cvalues for Interpretation
1§ ORFlab IC
<36 <36 <32 Positive
>36 <36 <32 Same after repeat, Positive
<36 >36 <32 Same after repeat, Negative
>36 >36 <32 Negative
>36 >36 >32 Invalid, repeat

*When the test is repeated with Kogene, positive criteria for RARp gene is <35.
Abbreviations: Ct, cycle of threshold; E, envelope gene; RdRp, RNA-dependent RNA polymerase gene; N,
nucleocapsid gene; IC, internal control; ORF, open-reading frame gene.
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Fig. 1. Distribution of "Indeterminate” results according to three specific genes, separately or in combination.
Abbreviations: R, RNA-dependent RNA polymerase gene; E, envelope gene; N, nucleocapsid gene.
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Fig. 2. Status of SARS-CoV-2 molecular tests with newly confirmed cases. The newly confirmed cases displayed in orange within positive
cases (blue bar).
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